comparing the patients with Down's syndrome and normal controls, a statistically significant decrease of the level of prealbumin and statistically significant increases of the levels of alpha2-macroglobulin and immunoglobulin A were noted. The level of IgA in patients with Down's syndrome is a matter of controversy, different authors finding increased, normal or even decreased levels 7-1~ Our results would be in line especially with those studies which revealed elevated IgA in older groups of patients as contrasted to normal values in young children 1~
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Significant differential gene duplication without ancestral tetraploidy in a genus of mexican fish t B.J. Turner 3, R.R. Miller and E. M. Rasch 4

Museum of Zoology, University of Michigan, Ann Arbor (MI 48109, USA), and Department of Biology, Marquette University, Milwaukee (WI 53233, USA), 24 September 1979
Summary. A comparison of the protein products of 20-25 structural gene loci among the known species of the goodeid fish genus Skiffia suggests that at least 4 loci (16-20%) have undergone species-specific duplications (or, in 1 case, apparent loss) during the evolution of the genus. The species are clearly diploids, and the data therefore indicate that even a large proportion of differentially duplicated loci within a group of related fish species is not critical evidence of common tetraploid ancestry. Differential duplication of structural gene loci may be an important component of the genetic differences that separate congeneric conventional diploid species.
In teleost fishes, gene duplications and species-specific differences in the nature and number of homologous loci have been detected mainly among the genomes of the Palearctic s8 cyprinids-(barbs and minnows, most notably including 9 10 11 the carp), catostomids (suckers) , cobitids (loaches) and salmonids (salmons, trouts, and whitefishes) 12'33. The differentially duplicated homologous loci in all of these families have been attributed to ancestral tetraploidy (usually allotetraploidy) followed by loss of some of the duplicated , , 10 34 40 loci by rediploidization ' -(fixation of mutations to functional silence, but possibly also including loss of genes by deletion). The little-known fish genus Skiffia presents what appears to be a case of significant differential structural gene duplication among congeneric fish species that clearly does not involve ancestral tetraploidy. The 4 species of the genus (figure 1) are part of an impressive adaptive radiation on the Mexican plateau of cyprinodontoid fishes of the endemic family Goodeidae into habitats and trophic niches usually occupied by several diverse fish families 41. Cytophotometric data ( 4.6-phosphogluconate dyhydrogenase (6PGD, figure 3,b) . This enzyme is easily detected in hemolysates and homogenates of nearly all tissues; it was separately surveyed in eye and liver homogenates in our samples. The 6PGD phenotypes of S. bilineata and S. lermae were divergent but monomorphic within species; the single-banded phenotype was identical in all tissues. Eye homogenates of S. multipunetata and S.francesae displayed 2 bands of roughly equal staining intensity. The slower of these 2 bands was of slightly increased relative staining intensity in liver homogenates; the latter also contained small amounts of a 3rd, slower band. This enzyme is a dimer, is encoded by a single locus, and displays symmetrical 3-banded patterns in heterozygotes in a great variety of organisms, including many cyprinodontoid fishes (Turner, unpublished data); to our knowledge, post-translational modifications of the enzyme that could result in nongenetic electrophoretic heterogeneity are rare or absent. It is therefore reasonable to postulate that the 6PGD phenotype of S. multipunetata and S.francesae is the francesae (UMMZ 185588, male is 28 mm SL). Note the morphological similarity of the last 3 species. Details of the samples used in this study, and the distribution and ecology of the genus, are available from the first author.
Fig.2. a Comparison of native (cyanomet-) hemoglobins in the 4
Skiffia species by starch gel electrophoresis of hemolysates prepared from gill tissue (Tris-EDTA-borate buffer, pH 8.6, containing 0.05% KCN; benzidine stain). Dotted regions in the S. lermae patterns are very light-staining bands that could be discerned by eye but could not be reproduced photographically; b Analysis of globin chains in S.multipunctata and S.francesae by narrow-gradient gel isoelectric focusing in 8M urea (5% total monomer, 1% Servalyte 5-7, 1% Servalyte 6-8, 0.1% Servalyte 3-10, stained with 0.4% Coomassie blue G250 in 5% perchloric acid). Globins were prepared by cold acid acetone precipitation 3~ of gill hemolysates, followed by solution of the precipitated protein in 10M urea and dialysis against 8M urea for 2-3 h at 37~ Note that the patterns are consistent with the presence of at least 2 globins (arrows) in S.multipunetata that are absent in S.franeesae. Lighterstaining bands on these gels are probably serum proteins, which contaminate gill hemolysates at low levels. ; 'subbands' of MDH-2 have been omitted from the diagram. Note that MDH-1 in S. multipunctata is polymorphic, and that the invariant phenotype in S.francesae closely resembles that of the heterozygote in S.multiresult of the interaction of the products of 2 homologous loci, 5PGD-I and 6PGD-2. The 6PGD-1 locus is more active, and the zymograms of most tissues contain 6PGD-I homodimers and 6PGD-1/6PGD-2 heterodimers only; the 6PGD-2 locus is relatively more active in the liver, and a small number of 6PGD-2 homodimers can be detected in liver homogenates. This hypothesis suggests that a duplication of the 6PGD structural gene occurred in the common ancestor of S. multipunctata and S.francesae, and the duplicated loci subsequently diverged in their tissue expression. We have been unable to detect any intraspecific polymorphism in either S. multipunctata or S.franeesae that might provide a critical test of this 2-locus hypothesis (e.g., by demonstrating independent variation), and have thus been unable to directly eliminate the unlikely alternative hypothesis of postranslational modification in the 2 species of the product of a single 6PGD locus. 5. Parvalbumins (figure 3, c) . 3 parvalbumins were detected in muscle homogenates from all specimens of S. bilineata and S.francesae, though only 1, parvalbumin-3 (pl approximately 4.1) was identical in both species. 2 parvalbumins were detected in all specimens of S. lermae. 18 specimens of S. multipunctata had a 2-parvalbumin phenotype identical to that of S. lermae, 30 had a 3-parvalbumin phenotype punctata in both number and relative staining intensities of bands; b 6-phosphogluconate dehydrogenase (6PGD) phenotypes in the 4 Skiffia species (starch gel electrophoresis, 12% electrostarch, Tris-EDTA-borate buffer, pH 8.6; patterns independent of the addition of exogenous NADP to the gel or electrolyte solutions). Both bands detected in eye homogenates of S. multipunetata and S.francesae are present in homogenates of all other tissues; the lightstaining, slow band was detected in fiver homogenates only; e parvalbumins from muscle homogenates of the 4 species as compared by electrophoresis in 12% polyacrylamide gels (above) and by narrow gradient (2% Servalyte 3-5) isoelectric focusing (below). Though polyacrylamide gel electrophoresis is a standard technique for the analysis of parvalbumins 46, isoelectric focusing resolved additional components. Note that S.rnultipunctata is polymorphic for the number of parvalbumins observed, and that there are only 2 parvalbumins in S. lermae. identical to that of S.francesae. Since 3 parvalbumin loci are present in the genomes of nearly all goodeid fishes (Turner, unpublished data) we assume that the c.ommon ancestor of all 4 Skiffia species had 3 parvalbumin loci, and that the 2-parvalbumin phenotype of S. lermae resulted from the loss (= mutation to silence?) of 1 of the ancestral parvalbumin genes. Our sample of S. multipunetata is apparently polymorphic for the number of parvalbumin genes present or expressed. The number of loci that apparently encode the homologous groups of proteins in each species are summarized in the table.
N. Dhandapani and M. Balasubramanian
Department of Agricultural Entomology, 6 November 1979
Tamil Nadu Agricultural University, Coimbatore-641 003, Tamil Nadu (India), Summary. Studies on the rate of development and reproduction of Helioth& armigera Hbn. on 8 different food plants at 26 + 2 ~ revealed that cotton was the most suitable host and tomato and sorghum were the least suitable.
The gram pod borer, Helioth& armigera, is a polyphagous and notorious pest causing economic damage to several crop plants. Outbreaks of this pest in cotton crops are closely associated with the availability of other host plants in the environment 1. So it is necessary to study the suitability of alternative host plants for its development, using some economically important plants. The net reproductive rate, weight of the pupae and percentage of pupae and moths formed were the criteria used to compare different host plants. Eggs laid on white muslin cloth were collected with a wet camel-hair brush and 100 eggs were kept for hatching.
